Supplemental Table 1. 

Genes that negatively regulate the E2F-dependent reporter activity

	Fly genes
	Mammalian orthologs
	Annotation

	Group 1
	
	

	Rbf1
	Rb
	tumor suppressor

	Domino
	SRCAP, p400
	ATPase; chromatin remodeling complex

	CG14514
	Brd8
	Bromo domain

	CG4621
	TCFL1/YL1
	Suppression of transformation

	L3mbt
	L3mbtl, L3mbtl3, L3mbtl4
	MBT domain; fly tumor suppressor

	CG16975
	Mbtd1, M4mbt/L3mbtl2
	MBT domain

	
	
	

	Group 2
	
	

	Cdc6
	Cdc6
	DNA replication

	Cdc7
	Cdc7
	DNA replication

	Dup
	Cdt1
	DNA replication

	MCM7
	MCM7
	DNA replication

	
	
	

	Group 3
	
	

	EAST
	
	nuclear endoskeleton assembly

	CG7752
	
	Zinc Finger; TRF2/DREF complex

	CG9797
	
	Zinc Finger

	CG31329
	
	FLYWCH Zinc Finger

	CG3363
	
	

	CG12538
	
	

	CG17836
	
	

	AE003220_Sanger_7368
	
	


Genes of Group 1 are highly conserved and implicated in transcriptional or chromatin regulation. To avoid potential off-target effect of RNAi, repression on E2F was verified with new sets of dsRNAs different from those used in the screen. As examined by FACS analysis, cells treated with RNAi of Rbf1, Dom, MBTs or the GFP control did not display notable changes in profiles of cell cycle distribution (not shown).

Genes of Group 2 are involved in initiation of DNA replication. RNAi of Dup results in strong growth arrest. E2F target genes are upregulated in fly dup mutants (1).

Genes of Group 3 are either nonconserved (no obvious mammalian orthologs) or unannotated.
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